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WE. BE XN RWTE (HBV ) RNAW T EIEAT I, AR 2B 98 M0 br 5 A =X
BEMIEHBY RNAKT K H 5HBV DNAZ BN CH:, ik XTHBV RNAKZM 5k s % . RS &
LRVETE B AT IRAL . WS L Z RUIF R K iR (HBsAg) FHPEMEMEZ RT3 s, R HB Y
RNA. HBV DNAK ZRIFFR MG FAREY) . $ LTI Redi) (HBeAg) SEAFHME . ANE ZBIAF 5 1 i br s
WIR R R R T PR TR AT T 4. R HBV RNAGEE . AR(EAEA AL A 555 73 315 0.56%
2.30%, HEAPKE A5 03.13% . 6.03%, YIFFGIGIRE R s XHE) /75 B AR T BR AR AR 31 2 A 20
W, B R100%, REJEFEESR; fEHBV RNA 1.0x10° ~ 1.0x10# D1 /mL G Bl A ik . HBeAgBHPELH
17 HBV RNAFIHBV DNA# 475 FHBeAgFATE4 (P<0.01. P<0.05) . TEA[RZ AT R LIS bR
o, HBeAgPHYE HZ R %edith (HBeAb) BHYERFIMEHBY RNAZ R H (P<0.01) o AIAITFAIMTE
HBV DNA X HBV RNA# Y E TIAITH (P<0.01, P<0.05) . {ES1HME 2 RIAF& 3%, HBV RNAKE
5HBV DNA#iI . HBeAgPHMEHE SIEAHDE (rH435]0.348, 0.544, P<0.05) , S HBsAgi B JoAH M
(r=0.04, P>0.05) . TEHBeAgfAVERYIEM:Z R4 T, TEFHBYV RNAZ & 5 ITHFHBYV DNAZL i & IEAH
X% (r=0.338, P<0.05) . fEHBeAgBAYEMEMELRFR BT, MIFHBV RNAZ &5 MIFHBV DNAZL# TG
AHRNE (7=0.14, P>0.05) . &5t  IfFEFHBYV RNAZ—FE LR S BHB VG sIH bR &Y, J80 HTHBV
SRS AL
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Abstract: Objective To evaluate the performance of a method for the detection of hepatitis B virus ( HBV )
RNA, to compare serum HBV RNA levels in patients with different results of serological markers of HBV infection,
and to evaluate the relationship between HBV RNA and HBV DNA. Methods The performance of the method for
HBYV RNA detection was evaluated, which included precision, sensitivity and linearity. The sera of 81 patients with
hepatitis B surface antigen ( HBsAg ) -positive chronic hepatitis B were collected, and the levels of HBV RNA,
HBYV DNA and serological markers were detected simultaneously. The patients were classified according to the different
results of hepatitis B e antigen ( HBeAg ) , serological markers of HBV infection and medication. Results The

intra-assay precisions of high and low HBV RNA values were 0.56% and 2.30%, and the inter-assay precisions
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were 3.13% and 6.03%, respectively, which all met the clinical requirements. The sensitivity of the assay was
achieved by repeating the assay 20 times for samples close to the lower limit of detection stated by the manufacturer,

and the detection rate was 100%, which met the clinical requirement. It was linear in the range of HBV RNA
1.0x10°-1.0x10" copies/mL. Serum HBV RNA and HBV DNA loads in HBeAg-positive group were higher than those
in HBeAg-negative group ( P<0.01, P<0.05) , and the HBeAg-positive and hepatitis B e antibody ( HBeAb ) -
negative group had the highest HBV RNA loads among all the groups with different results of serological markers
of HBV infection ( P<0.01) . Serum HBV DNA and HBV RNA loads were higher in untreated group than those
in treated group ( P<0.01, P<0.05) . In 81 patients with chronic hepatitis B, HBV RNA loads were positively
correlated with HBV DNA load and HBeAg positive titer ( 7=0.348 and 0.544, respectively, P<0.05) and without
HBsAg titer (7=0.04, P>0.05) . In HBeAg-positive patients with chronic hepatitis B, serum HBV RNA loads
were positively correlated with serum HBV DNA load (7=0.338, P<0.05) . In HBeAg-negative patients with
chronic hepatitis B, serum HBV RNA levels did not correlate with serum HBV DNA load ( 7=0.14, P>0.05) .

.73.

Conclusions Serum HBV RNA level is a potential new marker for monitoring the viral activity and therapeutic

efficacy of HBV infection.
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YL FER B BT R (chronic hepatitis B,
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TN Y (nucleotide analogue, NA ) .
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fif A R fE M sk 2l i it & (il & Al
551006 ) #£HHBV RNA., K JHBV RNA
€ AR & (IR 22 AT ) RIlHBY
RNA ., B E$HABI 75005 5% E #PCR
P (EEABIATR ) o PCRY MEIKR N
50 uL, RZA: 95 °C 1 min; 60 °C 30 min;
95 °C 1 min; 95 C 15s, 60 C 31's, 454
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VICHECt<35; FHMEXTIHBV RNAZ N
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(R A SR FH BRI D 3 A 2 ) 2 B9 ok 2%
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RAE 1.10x10° 2.53x10' 2.30 1.41x10° 8.50x10' 6.03
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1] BE
VO ) (3£ DmL)
HBeAg 40 1.2x10* 8.0x10°
FEPEZH (9.8x10°~3.0x10°)  (0~3.3x10")
HBeAg 41 0 0
FH PR (0~2.7%10%) (0~3.6x10")
VAN -5.866 -1.974
PfE 0.000 1 0.048
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ST, 320 R APV WIRIT IR IHACK
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F4 BITHEEKREBFFAMBHBY RNATH

HBV DNAZ 2L E:
. HBV RNA/ HBV DNA/
AR ey (UML)
RIGITH 32 3.4x10° 1.3x10*
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R4l 49 1.3x10° 0 (0~4.4x10")
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MH0.348. 0.544, P<0.05) , SHBsAgiE I
FFNE (7=0.040, P>0.05) . 7EHBeAgFHYEN
CHB#E# ., IfliEHBV RNAZ I 5 IiHFHBV
DNAZ = 2 IFAH G (#=0.338, P<0.05) . 7F
HBeAg[ ] CHBEE T, MIEHBYV RNAZL
= 5IMEHBYV DNAZ &= IGH M (7=0.140,
P>0.05) .
3 itig

TEHBVALERWIF, PlcccDNA AR R 4
AR RNAZHBVE Sl iR, o EHBVHRFEE
YL & 1) FE R E ) K cceDNAJE X
W44 Py HB VB % 1A ) 1 100 dee 2 I UE G o DA
P PEHB VIR YL B3 1Y A 35 PR ccc DN A AR
IGCHBRYCEE™ . B H Fi4 cccDNAKI T
BURSEIF AR, SRR HH AR AN,
PR I I R 0% 75 i i e 2 e e A A 00 L )
cccDNATE MR AREY . 19964F, TEE 2=
KOCKZ T Y AECHB & (1 I3 H A6 I 2 HBV
RNA. HItk, =06 THBYV RNARAG I I
RWFFEABIRA o

HAr, EPr L= bR L iy g HBV
RNAKI J5 35, XA YATHBV RNAMFSE Y —
KA, AFFEXTI S XA I AHBV RNAE
AR AT T R . SRR, &
B IREFEARMHNREE (CV) }0.56% .
2.30%, HLEKEEE (CV) H3.13%. 6.03%,
K% BB UEE i XTI R B AR R PR
PIREAR B AR IN200K, # i Zi55100%, RE
BEIGUF@ S ; fEHBV RNA 1.0x10° ~ 1.0x1074%
DU/ L PN R 1 o 1791 P R 40 R i P2
K, AT TG RS

AW R TR, HBeAgPH 4 MFFHBV
RNAFIHBV DNA# &5 THBeAgR 40
(P<0.01, P<0.05) . HBV RNAZ &= E214H
ZZES T RHEE, RIFHBV RNAJEE R 1)
o FETE S I bR o AF R 2SR Tz 1 B
FFR MG R &Y, HBV DNAR] LLEE/R e L1
MEFFEA, APk, G545 IHHBV RNA
7 B X T HBeAg IfiL i 24 5% WAy v /5 U
HBV RNA7EHBeAgfHYEEE S5 BAME B E Z HA
TN R ER S, FrLIHBV RNADE Al /E 4 H A
BB IRTT IR AR . ARBFFEAR AN [ 2 R R

MVEFR SN CHB R AT 4040, 4585
7~, HBeAgFHYERI2AH (S5 1ZHMIEE34] ) HBV
RNA#Z B H i, HrPHBeAbRI N HEH (2
141 ) HBV RNAZ &K THBeAbFATEZ (453
) (P<0.01) , FIWHBeAbHIECHBE %
MIEHBV RNAZEALTAMEE . X &l T
HBeAbfFFfiHBeAghYH T H 3L, ARG E W
BRI | A YRR, HBV RNARE AL
FREIL, FEGEAME T AHBY RNAY 8 50k
/DU AT L, L HBY RNARAE A —
Fofr i 50 R A5 LA 0 S e 7 2 R, R
NHBeAgILIE F 55 ALMEfEbr B o (EARNESE
R BRI B 17 I HB e A g PH I 55 3 114 1L 175 27 7
PG, SRS e X RS

AR EERE R, RITHIMEHBY RNA
K HDRIEAC T RGBT A, HERLHITEE X
(P>0.05) . {HARIGIFLLIMEHBY DNAFIHBV
RNAZ =¥ & FIRIF 4l (P<0.01, P<0.05) .
LM IEHBY RNAJR AT Ay Sz e 28 5 JHF2H 21
SR TG SRR E KT A R A

AW5E Spearmanti S Hr 45 A s, HBV
RNAZk i 5HBV DNAZH . HBeAgFHME & 2
IEAMSE (HES ) 090.348 . 0.544, P<0.05) ,
S HBsAgii JE LM EME (7=0.040, P>0.05) ;
TEHBeAgFHERICHBE #E 1, 1MIEHBV RNAZL
H51M{EFHBY DNAZR 55 EAHC (7=0.338,
P<0.05) ; {HYfHBeAgHMEMCHBE A, I
JEHBV RNAZE 5 IMIEHBV DNAZL & JoAH ¢
P (r=0.140, P>0.05) . REFEWFIRSS SRR,
HBV RNA 5HBV DNA . HBeAgHIHBsAgl A
—SE R A T, HBeAgBl M FHHBV
RNA5HBV DNAH &M 55 0] 68 & 32 05 55 42
S F RPN A 5 ccc DN A WLs AL 45 1 5%
w7 HBsAg 5 I iEHBYV RNAJCAH & AT fig
AW TN EEDNAR S T 15 EDNA, ZJRis%
B HBsAgR A T A 5 MR M AER N
cceDNAM AFFFEAF T LR AR 2 [ A e
BARM S R T RE SREAR /N, RIS
ENIEEP

25 FRTR, IMWEHBYV RNAJERE R L. A
RHb 2 WU 2 05 B 48 bR, H 5 HBV DNAFI
HBeAgH —EMIAHIM:, #7835y i i 2
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AR Ak, IR ATIEEGHBY RNA, HBV DNAFIA
] & HR 4% 13 A AR A5 X285 i 2 S
FORIF B, 8T 552, m T AR
IREA RO, HAESEPRIREL P HBV RNA
W o Wi, DRI PT BB XS SE S0 45 SR IE L T —E 1Y
SCM, XU R E G T AW S
BIE, Mz, IMEHBV RNAVENHBVAFSTE 4
SRR A YRR, B B ORISR H]
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