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National reference material for detection of Duchenne muscular dystrophy gene

mutation
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[R®) AfRAES s, mERERRERA, EATHRNEARTRE
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RE | AR o o BAE R o M 45
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1 2 CNGB030319 | 318 = # Ko H BUR RE
318 Z R NM_004006.2:c.412_413delAA
3 CNGB030320 (p.Lys138Aspfs*12) # & &4
/ 4 CNGB030321 BL 54 40T T A8k
L NM_000109:c.7315C>T ¢ 4 & 7 =
° CNGBO30323 NI\Z_OO4006:C.7339C>T HERE
2 6 CNGB030324 | 323 = # KA HBRREE
7 CNGB030325 | 323 Z R KA HBORREE
8 CNGB030326 BL 45-47 54T F ¥ A K
3 9 CNGBO030327 | 326 45-47 4T F 3 A fr K
/ 10 CNGB030329 B 2ENETFHALER
11 CNGB030330 L 46-52 S 4N T Ak &
4 12 CNGB030331 | 330 = # KA BUR R
13 CNGB030332 L 49-52 S 4N F ¥ ARk
5 14 CNGB030333 | 332 = # 49-52 54T F 4 A K
15 CNGB030334 | 332 = # K HBURRE
L NM_000109:c.1307+1G>T ¥ 4 2 4 5k
5 16 CNGB030400 NI\/T_OO4006:C.1331+1G>T HERE
400 z # NM_000109:c.1307+1G>T 74 & % =,
17 CNGB030401 NI\/T_OO4006:C.1331+1G>T EERE
; 18 CNGB030402 BL 45-50 54T F o AR K
19 CNGB030404 | 402 z # KA RE
20 CNGB030405 L 46-52 54T F ¥ AR K
g 21 CNGB030406 | 405 Z R KA RE
22 CNGB030407 | 405 z 46-52 4T F A A sk
23 CNGB030408 | 405 = # 46-52 T4 T T A sk




24 CNGB030409 | 409 z # KA RE
9 B NM_000109:c.1126-1G>A ¥ 4 &= % =
25 CNGBO30410 NM_004006:¢.1150-1G>A #* & % &
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28 CNGB030413 | 414 = # 8-43 T4 T FH ALK
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NM_004006:c.9204 9207del 74 54
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[ & A %% H#iE] 010-67095413
= W
LiEEASRABHEFER, SO, B A aTIEHE R K,
2.1 P A R Bk A S AT R IR E SRR, R P B AT AR AR K R
BAPKEI RSB ER LRSI, S8, 0%, FHIRE. KEFIH,
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